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<210> 1 

<211> 1434 

<212> DNA 

<213> Homo sapiens 



<400> 1 



atgaattaca 


gcattcccag 


caatgtcact 


aacttggaag 


gtgggcctgg 


tcggcagacc 


60 


acaagcccaa 


atgtgttgtg 


gccaacacct 


gggcaccttt 


ctcctttagt 


ggtccatcgc 


120 


cagttatcac 


atctgtatgc 


ggaacctcaa 


aagagtccct 


ggtgtgaagc 


aagatcgcta 


180 


gaacacacct 


tacctgtaaa 


cagagagaca 


ctgaaaagga 


aggttagtgg 


gaaccgttgc 


240 


gccagccctg 


ttactggtcc 


aggttcaaag 


agggatgctc 


acttctgcgc 


tgtctgcagc 


300 


gattacgcat 


cgggatatca 


ctatggagtc 


tggtcgtgtg 


aaggatgtaa 


ggcctttttt 


360 


aaaagaagca 


ttcaaggaca 


taatgattat 


atttgtccag 


ctacaaatca 


gtgtacaatc 


420 


gataaaaacc 


ggcgcaagag 


ctgccaggcc 


tgccgacttc 


ggaagtgtta 


cgaagtggga 


480 


atggtgaagt 


gtggctcccg 


gagagagaga 


tgtgggtacc 


gccttgtgcg 


gagacagaga 


540 


agtgccgacg 


agcagctgca 


ctgtgccggc 


aaggccaaga 


gaagtggcgg 


ccacgcgccc 


600 


cgagtgcggg 


agctgctgct 


ggacgccctg 


agccccgagc 


agctagtgct 


caccctcctg 


660 


gaggctgagc 


cgccccatgt 


gctgatcagc 


cgccccagtg 


cgcccttcac 


cgaggcctcc 


720 


atgatgatgt 


ccctgaccaa 


gttggccgac 


aaggagttgg 


tacacatgat 


cagctgggcc 


780 


aagaagattc 


ccggctttgt 


ggagctcagc 


ctgttcgacc 


aagtgcggct 


cttggagagc 


840 


tgttggatgg 


aggtgttaat 


gatggggctg 


atgtggcgct 


caattgacca 


ccccggcaag 


900 


ctcatctttg 


ctccagatct 


tgttctggac 


agggatgagg 


ggaaatgcgt 


agaaggaatt 


960 


ctggaaatct 


ttgacatgct 


cctggcaact 


acttcaaggt 


ttcgagagtt 


aaaactccaa 


1020 


cacaaagaat 


atctctgtgt 


caaggccatg 


atcctgctca 


attccagtat 


gtaccctctg 


1080 



2 



gtcacagcga 


cccaggatgc 


tgacagcagc 


cggaagctgg 


ctcacttgct 


gaacgccgtg 


1140 


accgatgctt 


tggtttgggt 


gattgccaag 


agcggcatct 


cctcccagca 


gcaatccatg 


1200 


cgcctggcta 


acctcctgat 


gctcctgtcc 


cacgtcaggc 


atgcgagtaa 


caagggcatg 


1260 


gaacatctgc 


tcaacatgaa 


gtgcaaaaat 


gtggtcccag 


tgtatgacct 


gctgctggag 


1320 


atgctgaatg 


cccacgtgct 


tcgcgggtgc 


aagtcctcca 


tcacggggtc 


cgagtgcagc 


1380 


ccggcagagg 


acagtaaaag 


caaagagggc 


tcccagaacc 


cacagtctca 


gtga 


1434 


<210> 2 

<211> 1251 

<212> DNA 

<213> Homo sapiens 












<400> 2 
atgaattaca 


gcattcccag 


caatgtcact 


aacttggaag 


gtgggcctgg 


tcggcagacc 


60 


acaagcccaa 


atgtgttgtg 


gccaacacct 


gggcaccttt 


ctcctttagt 


ggtccatcgc 


120 


cagttatcac 


atctgtatgc 


ggaacctcaa 


aagagtccct 


ggtgtgaagc 


aagatcgcta 


180 


gaacacacct 


tacctgtaaa 


cagagagaca 


ctgaaaagga 


aggttagtgg 


gaaccgttgc 


240 


gccagccctg 


ttactggtcc 


aggttcaaag 


agggatgctc 


acttctgcgc 


tgtctgcagc 


300 


gattacgcat 


cgggatatca 


ctatggagtc 


tggtcgtgtg 


aaggatgtaa 


ggcctttttt 


360 


aaaagaagca 


ttcaaggaca 


taatgattat 


atttgtccag 


ctacaaatca 


gtgtacaatc 


420 


gataaaaacc 


ggcqcaaqag 


ctgccaggcc 


tgccgacttc 


ggaagtgtta 


cgaagtggga 


480 


atggtgaagt 


gtggctcccg 


gagagagaga 


tgtgggtacc 


gccttgtgcg 


gagacagaga 


540 


agtgccgacg 


agcagctgca 


ctgtgccggc 


aaggccaaga 


gaagtggcgg 


ccacgcgccc 


600 


cgagtgcggg 


agctgctgct 


ggacgccctg 


agccccgagc 


agctagtgct 


caccctcctg 


660 


gaggctgagc 


cgccccatgt 


gctgatcagc 


cgccccagtg 


cgcccttcac 


cgaggcctcc 


720 


atgatgatgt 


ccctgaccaa 


gttggccgac 


aaggagttgg 


tacacatgat 


cagctgggcc 


780 


aagaagattc 


ccggctttgt 


ggagctcagc 


ctgttcgacc 


aagtgcggct 


cttggagagc 


840 


tgttggatgg 


aggtgttaat 


gatggggctg 


atgtggcgct 


caattgacca 


ccccggcaag 


900 


ctcatctttg 


ctccagatct 


tgttctggac 


agggatgagg 


ggaaatgcgt 


agaaggaatt 


960 


ctggaaatct 


ttgacatgct 


cctggcaact 


acttcaaggt 


ttcgagagtt 


aaaactccaa 


1020 


cacaaagaat 


atctctgtgt 


caaggccatg 


atcctgctca 


attccagtat 


gtaccctctg 


1080 


gtcacagcga 


cccaggatgc 


tgacagcagc 


cggaagctgg 


ctcacttgct 


gaacgccgtg 


1140 


accgatgctt 


tggtttgggt 


gattgccaag 


agcggcatct 


cctcccagca 


gcaatccatg 


1200 


cgcctggcta 


acctcctgat 


gctcctgtcc 


cacgtcaggc 


atgcgaggtg 


a 


1251 



<210> 3 

<211> 66 

<212> PRT 

<213> Homo sapiens 



3 



<400> 3 

Cys Ala Val Cys Ser Asp Tyr Ala Ser Gly Tyr His Tyr Gly Val Trp 
15 10 15 

Ser Cys Glu Gly Cys Lys Ala Phe Phe Lys Arg Ser lie Gin Gly His 
20 25 30 

Asn Asp Tyr lie Cys Pro Ala Thr Asn Gin Cys Thr lie Asp Lys Asn 
35 40 45 

Arg Arg Lys Ser Cys Gin Ala Cys Arg Leu Arg Lys Cys Tyr Glu Val 
50 55 60 

Gly Met 
65 

<210> 4 

<211> 233 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Leu Val Leu Thr Leu Leu Glu Ala Glu Pro Pro His Val Leu lie Ser 
15 10 15 

Arg Pro Ser Ala Pro Phe Thr Glu Ala Ser Met Met Met Ser Leu Thr 
20 25 30 

Lys Leu Ala Asp Lys Glu Leu Val His Met lie Ser Trp Ala Lys Lys 
35 40 45 

lie Pro Gly Phe Val Glu Leu Ser Leu Phe Asp Gin Val Arg Leu Leu 
50 55 60 

Glu Ser Cys Trp Met Glu Val Leu Met Met Gly Leu Met Trp Arg Ser 
65 70 75 80 

lie Asp His Pro Gly Lys Leu lie Phe Ala Pro Asp Leu Val Leu Asp 
85 90 95 

Arg Asp Glu Gly Lys Cys Val Glu Gly lie Leu Glu lie Phe Asp Met 
100 105 110 

Leu Leu Ala Thr Thr Ser Arg Phe Arg Glu Leu Lys Leu Gin His Lys 
115 120 125 

Glu Tyr Leu Cys Val Lys Ala Met lie Leu Leu Asn Ser Ser Met Tyr 
130 135 140 

Pro Leu Val Thr Ala Thr Gin Asp Ala Asp Ser Ser Arg Lys Leu Ala 
145 150 155 160 

His Leu Leu Asn Ala Val Thr Asp Ala Leu Val Trp Val lie Ala Lys 
165 170 175 

Ser Gly lie Ser Ser Gin Gin Gin Ser Met Arg Leu Ala Asn Leu Leu 
180 185 190 

Met Leu Leu Ser His Val Arg His Ala Ser Asn Lys Gly Met Glu His 
195 200 205 

Leu Leu Asn Met Lys Cys Lys Asn Val Val Pro Val Tyr Asp Leu Leu 
210 215 220 
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Leu Glu Met 
225 



Leu Asn Ala His Vai Leu 
230 



<210> 5 

<211> 477 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Asn Tyr Ser lie Pro Ser Asn Val Thr Asn Leu Glu Gly Gly Pro 
15 10 15 

Gly Arg Gin Thr Thr Ser Pro Asn Val Leu Trp Pro Thr Pro Gly His 
20 25 30 

Leu Ser Pro Leu Val Val His Arg Gin Leu Ser His Leu Tyr Ala Glu 
35 40 45 

Pro Gin Lys Ser Pro Trp Cys Glu Ala Arg Ser Leu Glu His Thr Leu 
50 55 60 

Pro Val Asn Arg Glu Thr Leu Lys Arg Lys Val Ser Gly Asn Arg Cys 
65 70 75 80 

Ala Ser Pro Val Thr Gly Pro Gly Ser Lys Arg Asp Ala His Phe Cys 
85 90 95 

Ala Val Cys Ser Asp Tyr Ala Ser Gly Tyr His Tyr Gly Val Trp Ser 
100 105 110 

Cys Glu Gly Cys Lys Ala Phe Phe Lys Arg Ser lie Gin Gly His Asn 
115 120 125 

Asp Tyr lie Cys Pro Ala Thr Asn Gin Cys Thr lie Asp Lys Asn Arg 
130 135 140 

Arg Lys Ser Cys Gin Ala Cys Arg Leu Arg Lys Cys Tyr Glu Val Gly 
145 150 155 160 

Met Val Lys Cys Gly Ser Arg Arg Glu Arg Cys Gly Tyr Arg Leu Val 
165 170 175 

Arg Arg Gin Arg Ser Ala Asp Glu Gin Leu His Cys Ala Gly Lys Ala 
180 185 190 

Lys Arg Ser Gly Gly His Ala Pro Arg Val Arg Glu Leu Leu Leu Asp 
195 200 205 

Ala Leu Ser Pro Glu Gin Leu Val Leu Thr Leu Leu Glu Ala Glu Pro 
210 215 220 

Pro His Val Leu lie Ser Arg Pro Ser Ala Pro Phe Thr Glu Ala Ser 
225 230 235 240 

Met Met Met Ser Leu Thr Lys Leu Ala Asp Lys Glu Leu Val His Met 
245 250 255 

lie Ser Trp Ala Lys Lys lie Pro Gly Phe Val Glu Leu Ser Leu Phe 
260 265 270 

Asp Gin Val Arg Leu Leu Glu Ser Cys Trp Met Glu Val Leu Met Met 
275 280 285 

Gly Leu Met Trp Arg Ser lie Asp His Pro Gly Lys Leu Xle Phe Ala 



5 



290 295 300 

Pro Asp Leu Val Leu Asp Arg Asp Glu Gly Lys Cys Val Glu Gly lie 
305 310 315 320 

Leu Glu lie Phe Asp Met Leu Leu Ala Thr Thr Ser Arg Phe Arg Glu 
325 330 335 

Leu Lys Leu Gin His Lys Glu Tyr Leu Cys Val Lys Ala Met lie Leu 
340 345 350 

Leu Asn Ser Ser Met Tyr Pro Leu Val Thr Ala Thr Gin Asp Ala Asp 
355 360 365 

Ser Ser Arg Lys Leu Ala His Leu Leu Asn Ala Val Thr Asp Ala Leu 
370 375 380 

Val Trp Val lie Ala Lys Ser Gly lie Ser Ser Gin Gin Gin Ser Met 
385 390 395 400 

Arg Leu Ala Asn Leu Leu Met Leu Leu Ser His Val Arg His Ala Ser 
405 410 415 

Asn Lys Gly Met Glu His Leu Leu Asn Met Lys Cys Lys Asn Val Val 
420 425 430 

Pro Val Tyr Asp Leu Leu Leu Glu Met Leu Asn Ala His Val Leu Arg 
435 440 445 

Gly Cys Lys Ser Ser lie Thr Gly Ser Glu Cys Ser Pro Ala Glu Asp 
450 455 460 

Ser Lys Ser Lys Glu Gly Ser Gin Asn Pro Gin Ser Gin 
465 470 475 

<210> 6 

<211> 416 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Asn Tyr Ser lie Pro Ser Asn Val Thr Asn Leu Glu Gly Gly Pro 
15 10 15 

Gly Arg Gin Thr Thr Ser Pro Asn Val Leu Trp Pro Thr Pro Gly His 
20 25 30 

Leu Ser Pro Leu Val Val His Arg Gin Leu Ser His Leu Tyr Ala Glu 
35 40 45 

Pro Gin Lys Ser Pro Trp Cys Glu Ala Arg Ser Leu Glu His Thr Leu 
50 55 60 

Pro Val Asn Arg Glu Thr Leu Lys Arg Lys Val Ser Gly Asn Arg Cys 
65 70 75 80 

Ala Ser Pro Val Thr Gly Pro Gly Ser Lys Arg Asp Ala His Phe Cys 
85 90 95 

Ala Val Cys Ser Asp Tyr Ala Ser Gly Tyr His Tyr Gly Val Trp Ser 
100 105 110 

Cys Glu Gly Cys Lys Ala Phe Phe Lys Arg Ser lie Gin Gly His Asn 
115 120 125 



6 



Asp Tyr lie Cys Pro Ala Thr Asn Gin Cys Thr lie Asp Lys Asn Arg 
130 135 140 

Arg Lys Ser Cys Gin Ala Cys Arg Leu Arg Lys Cys Tyr Glu Val Gly 
145 150 155 160 

Met Val Lys Cys Gly Ser Arg Arg Glu Arg Cys Gly Tyr Arg Leu Val 
165 170 175 

Arg Arg Gin Arg Ser Ala Asp Glu Gin Leu His Cys Ala Gly Lys Ala 
180 185 190 

Lys Arg Ser Gly Gly His Ala Pro Arg Val Arg Glu Leu Leu Leu Asp 
195 200 205 

Ala Leu Ser Pro Glu Gin Leu Val Leu Thr Leu Leu Glu Ala Glu Pro 
210 215 220 

Pro His Val Leu lie Ser Arg Pro Ser Ala Pro Phe Thr Glu Ala Ser 
225 230 235 240 

Met Met Met Ser Leu Thr Lys Leu Ala Asp Lys Glu Leu Val His Met 
245 250 255 

lie Ser Trp Ala Lys Lys lie Pro Gly Phe Val Glu Leu Ser Leu Phe 
260 265 270 

Asp Gin Val Arg Leu Leu Glu Ser Cys Trp Met Glu Val Leu Met Met 
275 280 285 

Gly Leu Met Trp Arg Ser lie Asp His Pro Gly Lys Leu lie Phe Ala 
290 295 300 

Pro Asp Leu Val Leu Asp Arg Asp Glu Gly Lys Cys Val Glu Gly lie 
305 310 315 320 

Leu Glu lie Phe Asp Met Leu Leu Ala Thr Thr Ser Arg Phe Arg Glu 
325 330 335 

Leu Lys Leu Gin His Lys Glu Tyr Leu Cys Val Lys Ala Met lie Leu 
340 345 350 

Leu Asn Ser Ser Met Tyr Pro Leu Val Thr Ala Thr Gin Asp Ala Asp 
355 360 365 

Ser Ser Arg Lys Leu Ala His Leu Leu Asn Ala Val Thr Asp Ala Leu 
370 375 380 

Val Trp Val lie Ala Lys Ser Gly lie Ser Ser Gin Gin Gin Ser Met 
385 390 395 400 

Arg Leu Ala Asn Leu Leu Met Leu Leu Ser His Val Arg His Ala Arg 
405 410 415 



<210> 


7 




<211> 


29 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


misc 


feature 


<222> 


(1) . . 


"(29) 


<223> 


n is 


inosine 



<400> 7 

ggngaygarg cwtcnggntg ycaytaygg 



<210> 8 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (1) . . (29) 

<223> n is inosine 

<400> 8 

aacggtggsa ynckyttngc ccanytnat 

<210> 9 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 9 

tgttacgaag tgggaatggt ga 

<210> 10 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 10 

ttgacaccag accaactggt aatg 

<210> 11 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 11 

ggtggcgacg actcctggag cccg 

<210> 12 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 12 

gtacactgat ttgtagctgg ac 

<210> 13 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 13 

ccatgatgat gtccctgacc 

<210> 14 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 14 

tcgcatgcct gacgtgggac 



<210> 15 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 15 

ggcstccagc atctccagsa rcag 24 

<210> 16 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 16 

ggaagctggc tcacttgctg 20 

<210> 17 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 17 

tcttgttctg gacagggatg 20 

<210> 18 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 18 

gcatggaaca tctgctcaac 20 

<210> 19 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 19 



agcaagttca 


gcctgttaag 


t 








21 


<210> 20 

<211> 1257 

<212> DNA 

<213> Homo sapiens 












<400> 20 
atgaattaca 


gcattcccag 


caatgtcact 


aacttggaag 


gtgggcctgg 


tcggcagacc 


60 


acaagcccaa 


atgtgttgtg 


gccaacacct 


gggcaccttt 


ctcctttagt 


ggtccatcgc 


120 


cagttatcac 


atctgtatgc 


ggaacctcaa 


aagagtccct 


ggtgtgaagc 


aagatcgcta 


180 


gaacacacct 


tacctgtaaa 


cagagagaca 


ctgaaaagga 


aggttagtgg 


gaaccgttgc 


240 


gccagccctg 


ttactggtcc 


aggttcaaag 


agggatgctc 


acttctgcgc 


tgtctgcagc 


300 


gattacgcat 


cgggatatca 


ctatggagtc 


tggtcgtgtg 


aaggatgtaa 


ggcctttttt 


360 


aaaagaagca 


ttcaaggaca 


taatgattat 


atttgtccag 


ctacaaatca 


gtgtacaatc 


420 


gataaaaacc 


ggcgcaagag 


ctgccaggcc 


tgccgacttc 


ggaagtgtta 


cgaagtggga 


480 


atggtgaagt 


gtggctcccg 


gagagagaga 


tgtgggtacc 


gccttgtgcg 


gagacagaga 


540 
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agtgccgacg 


agcagctgca 


ctgtgccggc 


aaggccaaga 


gaagtggcgg 


ccacgcgccc 


600 


cgagtgcggg 


agctgctgct 


ggacgccctg 


agccccgagc 


agctagtgct 


caccctcctg 


660 


gaggctgagc 


cgccccatgt 


gctgatcagc 


cgccccagtg 


cgcccttcac 


cgaggcctcc 


720 


atgatgatgt 


ccctgaccaa 


gttggccgac 


aaggagttgg 


tacacatgat 


cagctgggcc 


780 


aagaagattc 


ccggctttgt 


ggagctcagc 


ctgttcgacc 


aagtgcggct 


cttggagagc 


840 


tgttggatgg 


aggtgttaat 


gatggggctg 


atgtggcgct 


caattgacca 


ccccggcaag 


900 


ctcatctttg 


ctccagatct 


tgttctggac 


agggatgagg 


ggaaatgcgt 


agaaggaatt 


960 


ctggaaatct 


ttgacatgct 


cctggcaact 


actt caaggt 


ttcgagagtt 


aaaactccaa 


1020 


cacaaagaat 


atctctgtgt 


caaggccatg 


atcctgctca 


attccagtat 


gtaccctctg 


1080 


gtcacagcga 


cccaggatgc 


tgacagcagc 


cggaagctgg 


ctcacttgct 


gaacgccgtg 


1140 


accgatgctt 


tggtttgggt 


gattgccaag 


agcggcatct 


cctcccagca 


gcaatccatg 


1200 


cgcctggcta 


acctcctgat 


gctcctgtcc 


cacgtcaggc 


atgcgaggtc 


tgcctga 


1257 



<210> 21 

<211> 418 

<212> PRT 

<213> Homo sapiens 

<400> 21 

Met Asn Tyr Ser lie 
1 5 

Gly Arg Gin Thr Thr 
20 

Leu Ser Pro Leu Val 
35 

Pro Gin Lys Ser Pro 
50 

Pro Val Asn Arg Glu 
65 

Ala Ser Pro Val Thr 
85 

Ala Val Cys Ser Asp 
100 

Cys Glu Gly Cys Lys 
115 

Asp Tyr lie Cys Pro 
130 

Arg Lys Ser Cys Gin 
145 

Met Val Lys Cys Gly 
165 

Arg Arg Gin Arg Ser 



Pro Ser Asn Val Thr Asn Leu Glu Gly Gly Pro 
10 15 

Ser Pro Asn Val Leu Trp Pro Thr Pro Gly His 
25 30 

Val His Arg Gin Leu Ser His Leu Tyr Ala Glu 
40 45 

Trp Cys Glu Ala Arg Ser Leu Glu His Thr Leu 
55 60 

Thr Leu Lys Arg Lys Val Ser Gly Asn Arg Cys 
70 75 80 

Gly Pro Gly Ser Lys Arg Asp Ala His Phe Cys 
90 95 

Tyr Ala Ser Gly Tyr His Tyr Gly Val Trp Ser 
105 110 

Ala Phe Phe Lys Arg Ser lie Gin Gly His Asn 
120 125 

Ala Thr Asn Gin Cys Thr lie Asp Lys Asn Arg 
135 140 

Ala Cys Arg Leu Arg Lys Cys Tyr Glu Val Gly 
150 155 160 

Ser Arg Arg Glu Arg Cys Gly Tyr Arg Leu Val 
170 175 

Ala Asp Glu Gin Leu His Cys Ala Gly Lys Ala 
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180 185 190 

Lys Arg Ser Gly Gly His Ala Pro Arg Val Arg Glu Leu Leu Leu Asp 
195 200 205 

Ala Leu Ser Pro Glu Gin Leu Val Leu Thr Leu Leu Glu Ala Glu Pro 
210 215 220 

Pro His Val Leu lie Ser Arg Pro Ser Ala Pro Phe Thr Glu Ala Ser 
225 230 235 240 

Met Met Met Ser Leu Thr Lys Leu Ala Asp Lys Glu Leu Val His Met 
245 250 255 

lie Ser Trp Ala Lys Lys lie Pro Gly Phe Val Glu Leu Ser Leu Phe 
260 265 270 

Asp Gin Val Arg Leu Leu Glu Ser Cys Trp Met Glu Val Leu Met Met 
275 280 285 

Gly Leu Met Trp Arg Ser lie Asp His Pro Gly Lys Leu lie Phe Ala 
290 295 300 

Pro Asp Leu Val Leu Asp Arg Asp Glu Gly Lys Cys Val Glu Gly lie 
305 310 315 320 

Leu Glu lie Phe Asp Met Leu Leu Ala Thr Thr Ser Arg Phe Arg Glu 
325 330 335 

Leu Lys Leu Gin His Lys Glu Tyr Leu Cys Val Lys Ala Met lie Leu 
340 345 350 

Leu Asn Ser Ser Met Tyr Pro Leu Val Thr Ala Thr Gin Asp Ala Asp 
355 360 365 

Ser Ser Arg Lys Leu Ala His Leu Leu Asn Ala Val Thr Asp Ala Leu 
370 375 380 

Val Trp Val lie Ala Lys Ser Gly lie Ser Ser Gin Gin Gin Ser Met 
385 390 395 400 

Arg Leu Ala Asn Leu Leu Met Leu Leu Ser His Val Arg His Ala Arg 
405 410 415 

Ser Ala 

<210> 22 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 22 

cttggatcca tagccctgct gtgatgaatt acag 34 

<210> 23 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 23 

gatggatcct cacctcaggg ccaggcgtca ctg 33 



<210> 24 
<211> 1898 
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<212> DNA 

<213> Homo sapiens 

<400> 24 



cacgaatctt 


tgagaacatt 


ataatgacct 


ttgtgcctct 


tcttgcaagg 


tgttttctca 


60 


gctgttatct 


caagacatgg 


atataaaaaa 


ctcaccatct 


agccttaatt 


ctccttcctc 


120 


ctacaactgc 


agtcaatcca 


tcttacccct 


ggagcacggc 


tccatataca 


taccttcctc 


180 


ctatgtagac 


agccaccatg 


aatatccagc 


catgacattc 


tatagccctg 


ctgtgatgaa 


240 


ttacagcatt 


cccagcaat g 


tcactaactt 


ggaaggtggg 


cctggtcggc 


agaccacaag 


300 


cccaaatgtg 


ttgtggccaa 


cacctgggca 


cctttctcct 


ttagtggtcc 


atcgccagtt 


360 


atcacatctg 


tatgcggaac 


ctcaaaagag 


tccctggtgt 


gaagcaagat 


cgctagaaca 


420 


caccttacct 


gtaaacagag 


agacactgaa 


aaggaaggtt 


agtgggaacc 


gttgcgccag 


480 


ccctgttact 


ggtccaggtt 


caaagaggga 


tgctcacttc 


tgcgctgtct 


gcagcgatta 


540 


cgcatcggga 


tatcactatg 


gagtctggtc 


gtgtgaagga 


tgtaaggcct 


tttttaaaag 


600 


aagcattcaa 


ggacataatg 


attatatttg 


tccagctaca 


aatcagtgta 


caatcgataa 


660 


aaaccggcgc 


aagagctgcc 


aggcctgccg 


acttcggaag 


tgttacgaag 


tgggaatggt 


720 


gaagtgtggc 


tcccggagag 


agagatgtgg 


gtaccgcctt 


gtgcggagac 


agagaagtgc 


780 


cgacgagcag 


ctgcactgtg 


ccggcaaggc 


caagagaagt 


ggcggccacg 


cgccccgagt 


840 


gcgggagctg 


ctgctggacg 


ccctgagccc 


cgagcagcta 


gtgctcaccc 


tcctggaggc 


900 


tgagccgccc 


catgtgctga 


tcagccgccc 


cagtgcgccc 


ttcaccgagg 


cctccatgat 


960 


gatgtccctg 


accaagttgg 


ccgacaagga 


gttggtacac 


atgatcagct 


gggccaagaa 


1020 


gattcccggc 


tttgtggagc 


tcagcctgtt 


cgaccaagtg 


cggctcttgg 


agagctgttg 


1080 


gatggaggtg 


ttaatgatgg 


ggctgatgtg 


gcgct caatt 


gaccaccccg 


gcaagctcat 


1140 


ctttgctcca 


gatcttgttc 


tggacaggga 


tgaggggaaa 


tgcgtagaag 


gaattctgga 


1200 


aatctttgac 


atgctcctgg 


caactacttc 


aaggtttcga 


gagttaaaac 


tccaacacaa 


1260 


agaatatctc 


tgtgtcaagg 


ccatgatcct 


gctcaattcc 


agtatgtacc 


ctctggtcac 


1320 


agcgacccag 


gatgctgaca 


gcagccggaa 


gctggctcac 


ttgctgaacg 


ccgtgaccga 


1380 


tgctttggtt 


tgggtgattg 


ccaagagcgg 


catctcctcc 


cagcagcaat 


ccatgcgcct 


1440 


ggctaacctc 


ctgatgctcc 


tgtcccacgt 


caggcatgcg 


agtaacaagg 


gcatggaaca 


1500 


tctgctcaac 


atgaagtgca 


aaaatgtggt 


cccagtgtat 


gacctgctgc 


tggagatgct 


1560 


gaatgcccac 


gtgcttcgcg 


ggtgcaagtc 


ctccatcacg 


gggtccgagt 


gcagcccggc 


1620 


agaggacagt 


aaaagcaaag 


agggctccca 


gaacccacag 


tctcagtgac 


gcctggccct 


1680 


gaggtgaact 


ggcccacaga 


ggtcacaagc 


tgaagcgtga 


actccagtgt 


gtcaggagcc 


1740 


tgggcttcat 


ctttctgctg 


tgtggtccct 


catttggtga 


tggcaggctt 


ggtcatgtac 


1800 
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catccttccc tccaccttcc caactctcag gagtcggtgt gaggaagcca tagtttccct 1860 
tgttagcaga gggacatttg aatcgagcgt ttccacac 1898 



<210> 25 
<211> 530 
<212> PRT 
<213> Homo 


sapiens 
























<400> ; 
Met Asp 
1 


25 
He 


Lys 


Asn 
5 


Ser 


Pro 


Ser 


Ser 


Leu 
10 


Asn 


Ser 


Pro 


Ser 


Ser 
15 


Tvr 

J. y j_ 


Asn 


Cys 


Ser 


Gin 
20 


Ser 


He 


Leu 


Pro 


Leu 
25 


Glu 


His 


Gly 


Ser 


He 
30 


Tvr 


He 


Pro 


Ser 


Ser 
35 


Tyr 


Val 


Asp 


Ser 


His 
40 


His 


Glu 


Tvr 


Pro 


Ala 
45 


Met 


Thr 


Phe 


Tyr 


Ser 
50 


Pro 


Ala 


Val 


Met 


Asn 
55 


T vr 


Ser 


He 


Pro 


Ser 
60 


Asn 


Val 


Thr 


Asn 


Leu 
65 


Glu 


Gly 


Gly 


Pro 


Gly 
70 


Arg 


Gin 


Thr 


Thr 


Ser 
75 


Pro 


Asn 


Val 


Leu 


Trt) 
80 


Pro 


Thr 


Pro 


Gly 


His 
85 


Leu 


Ser 


Pro 


Leu 


Val 
90 


Val 


His 


Arg 


Gin 


Leu 
95 


Ser 


His 


Leu 


Tyr 


Ala 
100 


Glu 


Pro 


Gin 


Lys 


Ser 
105 


Pro 




Cys 


Glu 


Ala 
110 


Arg 


Ser 


Leu 


Glu 


His 
115 


Thr 


Leu 


Pro 


Val 


Asn 
120 


Arg 


Glu 


Thr 


Leu 


Lys 
125 


Arg 


Lys 


Val 


Ser 


Gly 
130 


Asn 


Arg 


Cys 


Ala 


Ser 
135 


Pro 


Val 


Thr 


Gly 


Pro 
140 


Glv 


Ser 


Lys 


Arg 


Asp 
145 




His 


Phe 


Cys 


Ala 
150 


Val 


Cys 


Ser 


Asp 


Tvr 
155 


Ala 


Ser 


Gly 


Tvr 

4. y J. 


His 
160 


Tyr 


Gly 


Val 


Trp 


Ser 

X O J 


Cys 


Glu 


Gly 


Cys 


Lys 
170 


Ala 


Phe 


Phe 


Lys 


Arg 
175 


Ser 


lie 


Gin 


Gly 


His 
180 


Asn 


Asp 


T vr* 


He 


Cys 
185 


Pro 


Ala 


Thr 


Asn 


Gin 
190 


Cys 


Thr 


He 


Asp 


Lys 
195 


Asn 


Arg 


Arg 


Lys 


Ser 
200 


Cys 


Gin 


Ala 


Cys 


Arg 
205 


Leu 


Arg 


Lys 


Cys 


Tyr 
210 


Glu 


Val 


Gly 


Met 


Val 
215 


Lys 


Cys 


Gly 


Ser 


Arg 
220 


Arg 


Glu 


Arg 


Cys 


Gly 
225 


Tyr 


Arg 


Leu 


Val 


Arg 
230 


Arg 


Gin 


Arg 


Ser 


Ala 
235 


Asp 


Glu 


Gin 


Leu 


His 
240 


Cys 


Ala 


Gly 


Lys 


Ala 
245 


Lys 


Arg 


Ser 


Gly 


Gly 
250 


His 


Ala 


Pro 


Arg 


Val 
255 


Arg 


Glu 


Leu 


Leu 


Leu 
260 


Asp 


Ala 


Leu 


Ser 


Pro 
265 


Glu 


Gin 


Leu 


Val 


Leu 
270 


Thr 


Leu 



Leu Glu Ala Glu Pro Pro His Val Leu He Ser Arg Pro Ser Ala Pro 
275 280 285 
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Phe Thr Glu Ala Ser Met Met Met Ser Leu Thr Lys Leu Ala Asp Lys 
290 295 300 

Glu Leu Val His Met lie Ser Trp Ala Lys Lys lie Pro Gly Phe Val 
305 310 315 320 

Glu Leu Ser Leu Phe Asp Gin Val Arg Leu Leu Glu Ser Cys Trp Met 
325 330 335 

Glu Val Leu Met Met Gly Leu Met Trp Arg Ser lie Asp His Pro Gly 
340 345 350 

Lys Leu lie Phe Ala Pro Asp Leu Val Leu Asp Arg Asp Glu Gly Lys 
355 360 365 

Cys Val Glu Gly lie Leu Glu lie Phe Asp Met Leu Leu Ala Thr Thr 
370 375 380 

Ser Arg Phe Arg Glu Leu Lys Leu Gin His Lys Glu Tyr Leu Cys Val 
385 390 395 400 

Lys Ala Met lie Leu Leu Asn Ser Ser Met Tyr Pro Leu Val Thr Ala 
405 410 415 

Thr Gin Asp Ala Asp Ser Ser Arg Lys Leu Ala His Leu Leu Asn Ala 
420 425 430 

Val Thr Asp Ala Leu Val Trp Val lie Ala Lys Ser Gly lie Ser Ser 
435 440 445 

Gin Gin Gin Ser Met Arg Leu Ala Asn Leu Leu Met Leu Leu Ser His 
450 455 460 

Val Arg His Ala Ser Asn Lys Gly Met Glu His Leu Leu Asn Met Lys 
465 470 475 480 

Cys Lys Asn Val Val Pro Val Tyr Asp Leu Leu Leu Glu Met Leu Asn 
485 490 495 

Ala His Val Leu Arg Gly Cys Lys Ser Ser lie Thr Gly Ser Glu Cys 
500 505 510 

Ser Pro Ala Glu Asp Ser Lys Ser Lys Glu Gly Ser Gin Asn Pro Gin 
515 520 525 

Ser Gin 
530 

<210> 26 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 26 

gtgcggatcc tctcaagaca tggatataaa 30 

<210> 27 

<211> 25 

<212> DNA 

<213> Homo sapiens 



<400> 27 

agtaacaggg ctggcgcaac ggttc 



25 



14 



<210> 28 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 28 

actggcgatg gaccactaaa gg 22 

<210> 29 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: oligonucleotide 

<400> 29 

gatgggctta ctgaccaacc 20 

<210> 30 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: oligonucleotide 

<400> 30 

agatgctcca tgcctttg 18 

<210> 31 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: oligonucleotide 

<400> 31 

ttcaccgagg cctccatgat g 21 

<210> 32 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: oligonucleotide 



<400> 32 

cagatgttcc atgcccttgt t 



21 



